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(CMethylcobalamin (DFlavin-adenine dinucleotide

D B T IR 4D
W5 #& 5 d Lactases f2 = glucose % galactose
BF A% A f5a BED SH P BN FE H F A RS meh SRR F A
©Lactase™ §e4 54 4% t-] % pokj@as | & 5 5 pE
(DLactose intolerancez & & 7] i 4 Zlactose » % L5 & § 2 g
© 34 Apoprotein B-100 (ApoB-100) = & 35 A fe fd % v ¢ ?

(A)Chylomicrons BVery low density lipoprotein
©Low density lipoprotein (DHigh density lipoprotein
B » T ﬁ ¥ Xanthine§xanthine oxidase¥ &t chA 4 9
AUric acid+O0H BUric acid+0,
©Urea+R00 DUrea+H0,
D) 36 *a%Aphs >z iEfr FETHRBERRS T
(A)FMNH, (BIFADH, (ONADH (DNADPH
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