AR FEEFE (T RHEFT)

MEF - XBEFREEFIA LR ITHL TR BT FRER
Ul R EyR
R F R

FPoimgaipig

e

- ?‘iﬁﬂ BEFERP LRI DT 3 ER P o GRP TREIN AR EMP 5 MR &
WE e A AT R R s 2
[%‘i?]
OF %L & d RAS A irdmdp+
(@ RAAS(Renal-Angiotension-Aldosterone-System)
2B B >IGE D JG cell(Mip] sy & ) — %% (renin) °
Macula densa(i i JNaP Converting enzyme (% — & & %% )
> ¥ 5% 4 % & (angiotensinogen) ATl
angiotensinIl # &t :
1. TARF
(DR #a ™ 3 is £ —>ADH— & fEg KA £ e B 1 -
QiEE v h? e A >h k> B9
2.% ¢ A F—Aldosterone—4h #ft+ £ fz—k A 4 —> i B 1
3.4 BT

O % R

FE AR A MR S i PR 0 <57 400 8 - Sl 100 VB (AZiEHE S A HATE e
ﬁir’f’"‘fﬂ’ff’) . H%F\ mmﬁ;]pki /\{gl? L‘/{ﬂ‘:{—.&//m+ -} Fﬁg l"‘ 5 |Z§p€§‘}/\rgﬁm|??’ 5 ,47\,:;. F _f?:F] ~
‘;Fé&ﬁ"ﬁpﬁ;&\ﬁ’ E—Tsﬁ»"‘”’%Lg..mlf]ﬁf?fgr'*i.’*&lfi—ﬂ
L-F o~ * RE/F LY
AN G4 f T R R R

93 - ar ) = e [’[fj::g ) s A
s A () OIS g g
S PR RT B (ex. fR TR )

£ 4 PSRRI

4 B co,— B EPIAIATR oy
5%@%6&@5%@ﬂa@§@&m§%5

X )7% F\ 1% F«;— s}g "];_'—]"f:" j’ﬁpﬁ,"l],}ﬂ i ;"gﬁﬁﬂ?)’r}z

cfi"f

(_)n)":

LEFSLES @ LK LG E ek § W DR e G AL SR o
MBS E T o FIEAS R M R Y 3 R TR ke R 0 3 '41*“%
BN g & 9 e

2§ﬁ%ﬁ¢ﬂ%¢~—@ﬁ%mifﬂm»kﬁ»ﬁl VTR Y A G 0 deaE
& ~ F-v N z vk‘i;(m,v‘:\:_»égl?ﬂﬂﬁ E*QJ\IL @#7”

(= 44 023 7 f el pefs F (Lactobacillus acidophilus) 2 v 24g < /A
(Blfldus) {‘a‘&’?r& Wi F R
@EF > AR AWML DFFEAHAMRE RT A P EABEFTAH R R
f EE
3% N Fe A
Da4 2 24 2B BB ~Be~K~ R

£6F %17F 2 BB~ o F B http://www. public. com. tw



L EN I S SNCIEF T ED

T AT > R R
@3 R
b % @ #i%ﬁ CFTRLR A FIHTORE 0 R B IS T KR [ RS
PR A ?Tﬂﬁfﬁ*’“iéé*@iivmﬁm%*°*%ﬁ?ﬁ§*

'ﬁ?’#«igﬁ’*%\'—‘-‘zl’*\”%lgﬁsbixki AREHPEEREE -

CRw E T AE AL
3318 "Starling force | 4rim - T i # P iR ML d > w9
OF o § g § B8P ot 2 o a3 g e (flow-limited
exchange ) % #4341 % # (diffusion-limited exchange) =PI % > FHE GFP U+ A &
g ?

It

(5% ]
<_)F; R SRR LN Y RS z\mj\a\—? ERAL TR R R
*wwlgmoﬂw’ﬁWmmﬁgk%%* %
L jpdd ROMH N cs )
2 PR R7 3= QNI &0 -3
3. e aE A R(PN o~ s B )
EF‘« HERCMH D e F )
&A% ¢ F 4k (Starling forces)
1.+4. 2.-3.
[ A A e B (- R 0)
RoE o s F (- Bl <0)
THFRT B RS Rl e R T R
()t § ¢ > Starling forces B T ?%T'F"“iji il
1. o4
Wi &) sk enfE i o o B L 38R ohin )
@@ $5 + et F A 7 0 RS T IRE P IR e
2.8 AR hE
(D) A3 F aF e § A FRE T e RE DT o AR BEIRT o H bk N T
L IRECH b T - g %”T A =R U e(flow-limited) °
@ip & 5o 2 8 e G )T e T B A B TR 5 X FRAC U] h(dif fusion-
limited) °

3.5 X B3 NG 242 iR F 0K ;g;,u%]q,ﬂ 0 - B e 5 BN € A
IR ERSER R L Lo TR R

T~ A B TR R TR R R (PAETRLFE RS2 A ) A A L bhE L 2
H AR AT ] .
) acetyl CoA carboxylase
© phosphofructokinase-1 (PFK-1)
& hydroxymethylgutaryl-Coa reductase
(™ glutamate dehydrogenase
#) 5-phospho- a -D-ribosyl-1-pyrophosphate (PRPP) synthetase

[#%]
5% F R 23 E L RSkl
Acetyl coA Acetyl CoA—maolnyl |5 "q%#pa2 & = B |Insulin - Citrate ®igH
carboxylase CoA st 7 Y e
acyl CoA #r#|H B+
267 %27 > BB % 2 B ek http://www. public. com. tw




AR AR (T HAES)
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DI EEFAL (9T H3FS)
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(AAlcohol dehydrogenase (Ethanol +NAD—Ethanol +NADH)

BHexokinase (Glucose+ATP—Glucose-6-Phosphate+ADP)

OTransketolase (Fructose-6-Phosphate+Glyceraldehyde-3-Phosphate—Xylulose-5-
Phosphate +Erythrose-4-Phosphate )

D)Glycerokinase ( Glycerophosphate +ADP)

T F—%" A;Lﬁ‘—ﬂ—jrq.,\—%" s ?—?i@{fﬁ;ﬁt‘?]‘ziﬂ(:ytb’rTv}‘_E'.'ﬁ’?#U % 3 & 3 Fe-S :jﬁ?
3 ':F‘.lz 9

(AFerricyanide BDCIP (2, 6-Dichlorophenol-indophenol )
(©Phenazine methosulfate (DMethylene blue

T e fE e g B>t purely ketogenic amino acid ?

(A# "=p& (arginine) (Bt "=f& (tyrosine)

Oox 47 2 BB~ o F B http://www. public. com. tw




SRR (9T ERES )

©% p "=p& (phenylalanine) D)e *=f& (leucine)

© 24 tr% A%k (Krebs-Henseleit urea cycle) * Bip&r g d ity 5 @ 7
A) A ¥=fg (citrulline) (B)# "=f& (arginine)
©) 5 *=pt (ornithine) D) " A #4ps (carbamoyl phosphate)
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A% % H’T\“}—‘H’% 1 ﬁ%@iﬁﬁi (FAD) BF % (carnitine)

Oire ¢ % (cytochrome) D #f f=A (coenzyme A)
(B 27. Apoprotein BI100 i & ¥ 3> 7| @ fLipoprotein ?
A% % & 5&v (HDL) (B) 4% & "5 . (LDL)
Ot % R "5 %9 (VLDL) D)t Bk (chylomicrons)
© 28 1T PAERARE B 39 P eha -3 (a-helix) B 7
(A" Fri=pc (methionine) B =it (alanine )
O+ "=p& (glycine) D)v "=f& (leucine)

(A 29 pEfz (Glycolysis) 427 % - BATP L FF B #® ?
(A) a -D-Glucose— a -D-glucose-6-phosphate
B a -D-Glucose-6-phosphate—D-Fructose-6-phosphate
(©D-Fructose-6-phosphate—D-Fructose-1, 6-bisphosphate
D)2+ 2
D) 30. 12 7F 78— [ BE 3T v ph B AR 453E 7
A% %=pk (Valine) qop '=ft (Alanine) & ¢ #0 24w vl
B)drr=ps (Lysine) fotf '=pt (Arginine) & g =il p
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O %2 bpEfrr oo > T R FF O EGERHL R P AR B2 (Phosphoenolpyruvate) $## = 5 fir ik
(Pyruvate) ?
(AATP BAcetyl-CoA
OFructose-1, 6-bisphosphate (DFatty acid
B 33 1% ¥k %k (TCA cycle) © wfaps 4+ ™ it Succinyl-CoA ## = Succinate ?

(A)Succinate Dehydrogenase B)Succinyl-CoA Synthetase
©Fumarate Hydratase Dyr2 + ¢ 2
W) 34 ™ #ieF 5k pE (ketose) ?
(A% # (Fructose) B % % # (Glucose)
Ox 5* 4 (Galactose) D)4 ## (Mannose )

B 3 1T w2 HEFATE (gluconeogenesis) & s > § #riiFructose-1, 6-bisphosphate #
# = Fructose-6-phosphate it % #.it & Jig ?

(AHormonal (BAMP OATP (D)IRS =
(A) 36 # ¥ (translation) % chg = 2 9
A F-d 5 (BIDNA (ORNA (D)cAMP
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£6F %5OHF > BB % 2 B ek http://www. public. com. tw




S+

SRR (9T ERES )

(A4 "=f& (glycine) B[ *=pk (alanine)
© " #ui=ps (methionine) D) ¢ "=f& (tryptophan)
B 38 FEf% (Glycolysis) i & 4 4 M m¥e i ?
(A)h“'iﬁﬁ?ﬁ (B)sm 7 B C) Pz % (D) jm 72 5=
DN FaaEHPIAPELE BEBH R PR FRAREL A REH B B2 B
27
A4 pE% (Glucagon) B # & #% (Growth hormone)

(O ;?”!T\% (Thyroid hormone ) D)%% g % (Insulin)
B 40 2% (cellulose) L H F A F T AP Fotldn 5 ?

(A a 1—4 linkage B) 5 1—4 linkage
© al—6 linkage D) S 1->6 linkage
6F %6F
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